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The Isolation and Biological Characteristics of
a Bacteriophage CJL- from Salt Lake

LIU Zhonghua YU Huiying WU Fangyi CAO Jianbin LI Xin"
( Department of Life Sciences Yuncheng University Yuncheng Shanxi 044000 China)

Abstract: There are abundant bacteriophages in salt lakes. Isolation and preliminary identification of their biological

characteristics will be helpful for further development and utilization. Using halophilic bacteria as the host bacteria

a bacteriophage is isolated from Yuncheng salt lake and named CJL- in this study. Then it is observed under elec—

tron microscopy after concentration and purification. Finally restriction enzyme digestion protein composition analy—

sis and biological characteristics are studied. The results show that CJL-7 is a double stranded DNA virulent phage

and belongs to the microphage family. A polyhedron structure is in its head with a diameter of about 80 nm. There

are at least three major structural proteins in its capsid. The bacteriophage contains lipid-encapsulated membranes

and has a wide host range. Low salt treatment has little effect on its titer. The bacteriophage activity is stable in the

range of 30—50 °C and has the highest titer at 40 °C. The activity is enhanced under alkaline conditions.

Key words: salt lake; bacteriophage; halophilic bacteria; biological characteristics



