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Phylogenetic Representative No. of strainsin Nearest type strain Sequence
group( genus) isolate( accession No. ) OTuU (‘accession No.) identity / %
Fusarium 2-X( HQ647333) 6 Fusarium oxysporum( HM179531) 99
Trichoderma L5( HQ647339) 1 Trichoderma gamsii( EF488141) 99
Gibberella L6( HQ647340) 3 Gibberella zeae( HM769950) 99
5( HQ647334) Arthrinium sacchari( AB470880) 99
Arthrinium 7( HQ647335) 3 Arthrinium sacchari( AB470880) 99
L1.1( HQ647336) Arthrinium sacchari( AB470830) 99
Unidentified N4( HQ647345) 2 Paraconiothyrium( EU295647) 98
TN3( HQ647349) Fungal sp. ( GU903284) 99
Podospora TL1( HQ647346) 2 Podospora sp. ( EF495232) 99
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The Diversity and Isolation of Endophytic Fungi on the Lesion
Surface of Jinggangshan Moso Bamboo

ZHANG Zhibin' LIU De' XIONG Yaoyao' WANG Ya’ LIU Yixin> ZHU Du' >
(1. Key Lab of Protection and Utilization of Subtropic Plant Resources College of Life Sciences Jiangxi Normal University Nanchang
Jiangxi 330022 China; 2. Key Lab of Bioprocess Engineering College of Life Sciences Jiangxi Science and Technology Normal University
Nanchang Jiangxi 330013 China; 3. Jiangxi Academy of Forestry Nanchang Jiangxi 330032 China)

Abstract: To obtain the information of the cultivable fungi diversity at the lesion surface of Moso Bamboo the lesion
surface of Jianggangshan Moso Bamboo was isolated strains by tissue isolation method the ITS+DNA sequence and
the diversity of of the cultured fungi were analyzed. A total of 30 strains of fungi was isolated. As a result of morpho—
logical identification 12 genera were obtained of which Fusarium(20.00%) Alternaria( amounting to 13.33% of
the total) and Gibberella( 10.00% ) were dominant. Populations of fungi on surface of the Moso Bamboo indicated
different abundance and uniformity.
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