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The Identification of Three Antagonistic Endophytic Actinomycete
and Their Antimicrobial Activities
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Abstract: Antagonistic strains FRol FRo2 and FRo3 were identified and their antimicrobial activity were assessed
which obtained from roots of Dongxiang wild rice ( Oryza rufipogon) . Strains FRol FRo2 and FRo3 was identified
as Streptomyces venezuelae Streptomyces rochei and Streptomyces carnosus by morphological and cultural traits phys—
iobiochemical characteristics and 16S rRNA gene sequence analysis. The inhibition effects of FRol FRo2 and FRo3
against pathogenic bacteria and pathogenic fungi in vitro were evaluated by agar disc diffusion method and growth
rate method. The FRol fermentation broth showed a wide pectrum of inhibitory activity against tested bacteria. FRo2
fermentation broth had obviously inhibitory activity against staphylococcus aureus and seven pathogenic fungi. The
inhibition zone of FRo2 against staphylococcus aureus was about 22. 33 mm and the inhibition ratios of FRo2
against pathogenic fungi Fusarium graminearumt Rhizoctonia solani Sclerotinia scleroliorum and Colletotrichum
gloeosporioides were 70% 45% 58% and 65% respectively. While FRo3 had different inhibition effects on Staph—
ylococcus aureus Bacillus subtilis and Typhoid bacillus and the inhibition activity against tested pathogenic fungi ex—
cept Sclerotinia scleroliorum was no more than 50% . The strains had better antibacterial effect and could be used for
biocontrol.
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