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Abstract: Nitrogen is not only the main component of nucleic acid and protein but also an essential element in the

composition of organisms which plays an important role in the growth and development of microorganisms secondary

metabolism and information exchange. In order to maintain their own growth and development different microorgan—

isms have evolved unique metabolic regulation systems to cope with the changing nitrogen supply environment. At

present the main known metabolic regulation systems are GInR Nitr and sRNA regulation systems but there are

great differences between different regulation systems. The several common nitrogen metabolism regulation systems

are reviewed in order to provide reference for in-depth understanding and application of microbial nitrogen metabo—

lism regulation mechanism.
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